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Supplementary Table 1

Primer sequences and genomic locations

Site Location Forward Primer (5’-3) Reverse Primer (5’-3’)
(GRCmM38/mm10)

PPARGC1A - | chr5:51,558,092- ACCAGCATTTCCAGGACTTCA GTGATTCTGGTCAGGCTCCT

4171 51,558,106

PPARGC1A - | chr5:51,560,600- TTTGGGAGTGGGAGTAGGGT AAGCCCCATCTAGAGCAGGT

6679 51,560,663

PKHD1 -35874 chr1:20,653,931- ATGGAGTCCATTGTGAACATCG | TGGCCTTGAAGTGGATCCTT
20,653,945

PKHD1 -39070 chr1:20,657,127- TCTCAGCTGCTTCCGTTGTT GAGGCCACAAATCAGCAAGT
20,657,181




